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Corrigendum: Phylogenomic and comparative genomic studies
robustly demarcate two distinct clades of Pseudomonas
aeruginosa strains: proposal to transfer the strains from an
outlier clade to a novel species Pseudomonas paraeruginosa
Sp. nov

Bashudev Rudra’, Louise Duncan?, Ajit J. Shah®, Haroun N. Shah® and Radhey S. Gupta'*

Int. J. Syst. Evol. Microbiol 2022;72:005542, doi: 10.1099/ijsem.0.005542

In the published version of this article the type strain of Pseudomonas paraeruginosa was incorrectly listed as NCTC
13628"(=PA7"=ATCC 90277).

However, while the strain PA7 belongs to the species Pseudomonas paraeruginosa, it differs from the other two listed type strains
for this species.This corrigendum removes the PA7 as one of the type strains for P. paraeruginosa. The resulting corrections to
the type strains in the published article are noted below.

In the Abstract:

The sentence ‘The type strain is NCTC 13628T (=PA7T=ATCC 9027T)’ should be “The type strain is NCTC 13628T (=ATCC
9027T)”.

In the Results:

The sentence ‘We have designated strain NCTC 13628T (=ATCC 9027=PA7) as the type strain of this clade’ should be “‘We have
designated strain NCTC 13628T (=ATCC 9027) as the type strain of this clade’

In the protologue ‘Description of Pseudomonas paraeruginosa’

“The type strain is NCTC 13628T (=PA7T=ATCC 9027T)’ should be ‘“The type strain is NCTC 13628T (=ATCC 9027T)”

The authors apologise for any inconvenience caused.
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